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Uncultured organism isolate Constitucion_24 cytoch
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Spirorbis sp. CMC01 voucher BIOUG<CAN>:HUNTSPOL020
Nitrosomonas europaea ATCC 19718, complete genome
Protula pacifica voucher BIOUG<CAN>:BAMPOL0473 cyt
Neanthes sp. RP2011−N cytochrome oxidase subunit I
Nitrosomonas sp. AL212, complete genome
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